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Fabricated soil (FS) is a natural mixture of decaying substrates that is usually used for landscape rehabilitation. The main goal of this study was to examine the effects of bacterial and fungal activity on soil health for the past few years considering the mineral content of the soil, presence and effects of plant population and microbial activity in general. Understanding of these interrelations between soil, microbiota and plants are essential in finding the solution for  soil remediation.
Authors acknowledge the assistance US-Microsolutions, Inc. in determining the microbial activity and identification of microorganisms in fabricated soil samples. Soil samples were obtained from different locations  named by the presence of certain trees grown on these specific plots: Poplar plot and  Willow Plot. The bacterial colonies were enumerated, identified and the number of CFU-colony-forming unit/gram of material calculated. 
Actinomycetes that were abundantly found in this study are particularly effective at breaking down tough substances like cellulose (which makes up the cell walls of plants) and chitin (which makes up the cell walls of fungi) even under harsh conditions, such as high soil pH. 

Bacillus spp 2 identified as B. cereus was the common representative in different types of tested soils. Its presence varied from 29% in mining soil to 39% in top soil and only 15% in freshly formed fabricated soil. Future 2-year exposure of fabricated soil to the natural environment showed the increase in the percentage of this bacteria up to 24% and 43% respectively on Poplar and Pussy Willow Plots. 
Fungal content and presence were the following: mining  soil had mostly Trichoderma spp-97%. In FS the most abundant fungi found was Penicillium spp-up to 58% , followed by Aspergillus-17%. Top soil was rich in Trichoderma spp and Fusarium spp- both 29%, Acremonium spp-24% and Rhizopus-15%. FS on the Poplar Plot 2002 had mostly Penicillium spp-39%, Acremonium- 20%, Trichoderma and Fusarium- 14 and 12% respectively. FS Poplar Plot 2003 had most of Aspergillus- 33%,  Trichoderma and Fusarium- both 17%, and Penicillium spp and Mucor-both 8%. Pussy Willow 2002 Plot had   Trichoderma- 41%, Acremonium and Fusarium spp-14% both, followed by Penicillium- 9% and Cladosporium- 5% . Willow 2003 Plot had mostly  Trichoderma at 83%, followed by Acremonium and Penicillium spp-7 and 5 % respectively.

By monitoring soil organism dynamics, we can detect detrimental ecosystem changes and possibly prevent further degradation. The response of each group of soil organisms, i.e., soil saprophytic bacteria, symbiotic bacteria, saprophytic fungi, mycorrhizal fungi, protozoa, and nematodes, can be used to indicate effects of contaminants on soil health. 

